qRT-PCR quantification of the RNA silencing efficiency for a set of the candidate genes in rrf-3 worms. qRT-PCR quantification of the RNA silencing efficiency for pkc-3, par-1, sur-6, pptr-2 and rsa-1 in rrf-3 worms. The mRNA levels of controls were set as arbitrary unit 1. α-tubulin mRNA was used for signal normalization.
Figure S2
Representative images of embryo development in different time points in wild type N2 and exoc-8 mutants with control, sur-6(RNAi), pkc-3(RNAi), and sur-6(RNAi);pkc-3(RNAi), respectively.
Figure S3
GFP-SNB-1 expression pattern in epithelial intestine in wild type (WT) and unc-18(e81) mutant animals. Asterisks denote statistical significance as compared to controls, with a P value less than 0.05 (*), and 0.001 (***).
Figure S5
IDA-1 expression in ALA neuron in both wild type (WT) and exoc-8 mutants. IDA-1-GFP fluorescence is increased in exoc-8 mutants. Lower panel shows the normalized average intensity of GFP fluorescence in WT (n=45) and exoc-8 mutant (n=41) backgrounds. Asterisks denote statistical significance as compared to controls, with a P value less than 0.05 (*).
Figure S6 Representative figures of the genetic interations observed between par-1, pkc-3 sur-6
RNAi-for the localization of late secretory pathway markers. (A) Localization of GFP-SNB-1 fluorescence in WT and exoc-8 mutant animals treated with L4440, sur-6(RNAi), pkc-3(RNAi), par-1(RNAi), sur-6(RNAi);pkc-3(RNAi), sur-6(RNAi);par-1(RNAi). (B) Localization of GFP-SNAP-29 fluorescence in WT and exoc-8 mutant animals treated with L4440, sur-6(RNAi), pkc-3(RNAi), par-1(RNAi), sur-6(RNAi);pkc-3(RNAi), sur-6(RNAi);par-1(RNAi). (C) Localization of GFP-SYX-4 fluorescence in WT and exoc-8 mutant animals treated with L4440, sur-6(RNAi), pkc-3(RNAi), par-1(RNAi), sur-6(RNAi);pkc-3(RNAi), sur-6(RNAi);par-1(RNAi). 
